76

OTU 25 (EU083503) T

DGGE Band 7 (EU083511)
OTU 2 (EU083480)
OTU 1 (EU083479)
Azoarcus anaerobius (Y14701)
83U~ Azoarcus sp. HXN1 (AF331975)
Azoarcus sp. EbN1 (X83531)
Azoarcus sp. FLO5 (AF011330)
74 Azoarcus sp. HA (AF482683)
68 Azoarcus sp. 22Lin (Y13222)
OTU 11 (EU083489) Beta Proteobacteria
1 OTU 3 (EU083481)

Uncultured eubacterium clone 87 (AJ412674)
Uncultured bacterium clone 1-5 (AY548933)
Pandoraea pulmonicola strain CCUG 38759 (AY268173)
L OTU 6 (EU083484)
100'OTU 5 (EU083483)

Denitrifying strain OcN1 (AF331976)

Thauera sp. T1 (U95176)
OTU 4 (EU083482)
100~ Uncultured clone Cart-N1 (AY118150)
Alcaligenes faecalis strain WM2072 (AY548384) E
Denitrifying strain HIN1 (AF331974)

100

68

73

65 [ Escherichia coli (AY776275 )

87 Shewanella putrefaciens (AB057660) :
Pseudomonas putida (AJ271219) Gamma Proteobacteria
100 Pseudomonas aeruginosa (AB037553)

85

DGGE Band 8 (EU083512)
OTU 13 (EU083491) 1
Aquamicrobium defluvium (Y15403)
OTU 18 (EU083496)
Paracoccus denitrificans (Y16930)

OTU 12 (EU083490)

67T Afipia genosp. 10 (U87781)
98+ Afipia lausannensis strain CRIB-05 (DQ123622)
Bradyrhizobium sp. 1 (AY238503)
OTU 20 (EU083498)
OTU 19 (EU083497)
Bradyrhizobium sp. SH283012 (AF041446)
Uncultured bacterium clone B15 (AF407716)
Alpha proteobacterium Shinshu-th-1 (AB121772)
Uncultured soil clone 52-2 (AY326601 )
OTU 15 (EU083493) .
99— OTU 14 (EU083492) Alpha Proteobacteria

82| OTU 9 (EU083487)
go[1OTU 10 (EU083488)

OTU 7 (EU083485)
994~ Uncultured bacterium clone TSAC02 (AB186821)
Parvibaculum lavamentivorans (AY387398)

99

95
77

89

OTU 16 (EU083494)

OTU 8 (EU083486)
99 [ Uncultured eubacterium clone 19 (AJ412669)

700L_| DGGE Band 4 (EU083508)
99| DGGE Band 3 (EU083507)
DGGE Band 6 (EU083510)
67| DGGE Band 5 (EU083509)
DGGE Band 2 (EU083506)
95' DGGE Band 1 (EU083505)

Bacterium Ellin5247 (AY234598)
79 Uncultured bacterium clone CCM13a (AY221045)

75 Uncultured bacterium clone MB-A2-100 (AY093455) | Actinobacteria
OTU 22 (EU083500)
700 || DGGE Band 11 (EU083515)

89-DGGE Band 12 (EU083516)

Uncultured soil bacterium clone 97 (AY493960)

OTU 21 (EU083499)

— T Campylobacter sp. (L14632) Epsilon Proteobacteria
93 Wolinella succinogenes (AF463534) :| P

87 Uncultured bacterium clone Bifcii9 (AJ318122)
I_|:Uncultured bacterium clone oc1 (AY491552)

100|_| DGGE Band 9 (EU083513)
99 DGGE Band 10 (EU083514)

89

100 Desulfothermus naphthae strain TD3 (X80922)

I~ Desulfovibrio desulfuricans (M34113)
Desulfovibrio desulfuricans strain MB (AF192154)
Geobacter metallireducens (L07834)

I Desulfoglaeba sp. Lake (DQ303458) .
100" Desulfoglaeba alkanexedens strain ALDC (AY965995) Delta Proteobacteria

Delta proteobacterium NaphS2 (AJ132804)

Desulfococcus oleovorans Hxd3 (Y17698)

Delta proteobacterium BuS5 (EF077225)

Desulfatibacillum aliphaticivorans CV2803 (AY184360)

100 | Delta proteobacterium Pnd3 (Y17501)
Desulfatibacillum aliphaticivorans AK-01 (AF141328) i

99 Unidentified bacterium clone K2-30-19 (AY344412)

99 OTU 26 (EU083504) ;
Uncultured Planctomycete clone SM10A (AF445645) Planctomycetia
Planctomycetales sp. (AJ231186)
—] Oceanothermus profundus DSM 14977T (AJ430586)

99

0.05

Deinococcus radiodurans (Y11332)
Uncultured Deinococci clone LA7-B27N (AF513964)
OTU 17 (EU083495) . i
Uncultured bacterium clone B-42 (AY676482) Deinococci
96 LY OTU 23 (EU083501)

89 OTU 24 (EU083502)



